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Lachnospiraceae_[G-3]
T, -
Saccharibacteria_(TM7)_[G-6]
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Granulicatella
Gracilibacteria_(GN02)_[G-2]
Campylobacter
Selenomonas
Alloprevotella
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Ruminococcaceae_[G-1]
| | Peptidiphaga
Eikenella
Lachnospiraceae_[G-2]
| H ‘ Prevotella
Enterococcus
Aggregatibacter_Necropsobacter
Moraxella
Conchiformibius_Kingella
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Peptoanaerobacter_Peptostreptococcaceae_[XI][G-7]
| | | ’ \ Fusobacterium
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| Pseudomonas
Centipeda_Selenomonas
Tannerella
Schaalia

Eikenella_Neisseria

Arachnia
| | || | Sphingomonas
Gemella
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| Aggregatibacter
Actinomyces
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